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ERA	DEGLI	“OMICS”	
	

ü ESPRESSIONE	GENICA:		
	trascriptoma		
	miRNOMA	
	me8lomica	

	
	
	
	

Ricerca	di	nuovi	marcatori	
diagnos=ci/prognos=ci	

ü GENOMICA	

	
ü PROTEOMICA		

ü METABOLOMICA	
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BIOMARCATORI	NON	INVASIVI	
La	Biopsia	Liquida	

	

DNA	libero	circolante	
miRNA	circolan8	
Cellule	Tumorali	Circolan8	

sangue	
TUMORE	



Riunione	Firenze	Club	Surrene	21/7/2017 	 	 	 	 	 	 	 	 			 		miR483-5p	e	MTT 	 	
	 	 	 	 	 	 	 	 	 	 	 	 	 	 		

miR	e	ACC	
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miRNA	in	ACC	

Pa?erson	et	al,	Cancer	2010	

low	miR-195	

high	miR483-5p	

26	ACC	
10	ACA	
21	NOR	
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9	naACC	
14	aACC	
14	ACA	
19	NOR	

Valore	diagnos8co	
miRNA	siero	
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miR483-5p	predice	OS	e	RFS			
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AUC=0.917±0.084 
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    Log Rank: P=0.027 

    miR483-5p < 0.221 ng/ml 

--- miR483-5p ≥ 0.221 ng/ml 
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ll 
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Time (months) 

    Log Rank: P=0.001 

--- miR483-5p ≥ 0.221 ng/ml 

    miR483-5p < 0.221 ng/ml 

The	range	of	the	standard	curve	obtained	on	miR	from	H295R	
was	0.00523-5.23-pg	miRNA.	The	quan8ty	of	miR483	and	
miR483-5p	was	calculated	by	interpola8ng	the	Cq	values	of	
qPCR	on	the	standard	curve	and	expressed	as	total	miRNA	
equivalents.	The	results	were	normalized	for	the	volume	of	
plasma	and	expressed	as	ng	equivalents/ml	plasma		

Taqman	Small	RNA	assays	(Life	Technologies,	USA):	
hsa-miR483	and	hsa-miR483-5p	on	plasma	samples	
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miR483	correla	nega=vamente	con	MTT	levels	
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miR483-5p	e	MTT	

ü  Campioni	di	plasma	(500ul)		
ü  Criteri	di	inclusione:	 	pz	ACC	stadio	4	

	tra]amento	MTT	
	

ü  Prima	e	dopo	inizio	MTT	

ü  Valori	di	MTT	negli	stessi	prelievi	

	

Studio	pilota	osservazionale:		
	
HP:	livelli	plasma=ci	miR483-5p	correlano	inversamente		
con	livelli	
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CONCLUSIONI	
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Cellule	Tumorali	Circolan=	in	ACC	
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miR483-5p	predice	OS	e	FS			
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